Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.038; wR factor = 0.111; data-to-parameter ratio = 18.8. organic compounds o784 Maharramov et al.
The methylaminopropyl chain in the title compound, C 13 H 21 NO, adopts an extended zigzag conformation and the N atom shows a trigonal coordination. The N atom acts as hydrogen-bond acceptor to the hydroxy group of an adjacent molecule, generating a helical chain running along the b axis. The amino H atom is not involved in hydrogen bonding.
Related literature
For background to the synthesis: see: Yadigarov et al. (2010) . For the structure of 1-(piperidin-1-yl)-3-(2,4,6-trimethylphenyl)propan-2-ol, see: Maharramov et al. (2011) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010) . vorskii rearrangement that furnishes a compound having two methylene groups between the aromatic system and the amido unit (Yadigarov et al., 2010) . A recent study used cyclic secondary amine as the amino reactant in the synthesis of a compound having a formulation similar to that of tolperisone (a piperidine derivative that is commercially used as a muscle relaxant) (Maharramov et al. 2011) . The present study uses the methylamine to yield the C 13 H 21 NO molecule (Scheme I). The methylaminopropyl chain of C 13 H 27 NO adopts an extended zigzag conformation and the N atom shows trigonal coordination (Fig. 1) . The N atom acts as hydrogen-bond acceptor to the hydroxy group of an adjacent molecule to generate a helical chain running along the b-axis of the monoclinic unit cell.
Experimental 1-Chloro-3-(2,4,6-trimethylphenyl)propan-2-one (1 mol) and piperidine (1 mmol) were stirred in water for 18 h at 53 K. The water was decanted and the oil was distilled in vacuum. The distillate was a liquid; the liquid crystallized after 6 months; yield 70%.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H 0.95 to 1.00 Å; U(H) 1.2 to 1.5U(C)] and were included in the refinement in the riding model approximation.
The hydroxy and amino H-atoms were located in a difference Fourier map, and were refined with distance restraints of O-H 0.84±0.01 and N-H 0.88±0.01 Å. Fig. 1 . Anisotropic displacement ellipsoid plot (Barbour, 2001) 
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